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AIM

Selection of novel aptamers towards
outer-membrane protein adhesins YadA of

Yersinia enterocolitica and UspA2 of

Moraxella catarrhalis by computer-aided
cell-SELEX.

w Develop an electrochemical sensor with
| | the aptamers to detect the bacterial

pathogens




Molecular cloning of YadA and UspAz2 for
expression in Escherichia coli
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Successfully identified aptamer candidates
towards YadA and UspA2 adhesins by Cell-
SELEX and aided by next generation
sequencing and bioinformatics tools
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Affinity properties of the Apt1 and Apt2 towards YadA
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Conclusion and next steps!

The results suggest that Apt1 YadA and
Apt2 UspA2 are promising candidates for
application in a diagnostic workflow to identify
pathogens Yersinia enterocolitica and Moraxella

catarrhalis respectively with high specificity

Electrochemical sensor

Functionalise gold screen printed electrodes with the
selected aptamers to develop POC electrochemical

sensors for diagnosis of bacterial infections
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