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Systems Biology is an important research field that generates new data con-
tinuously and demands for non-trivial data processing and analysis2. Data
availahility is tremendous, but System Biology data conciliation is quite chal-
lenging. It requires the crossing of multiple data sources and the interpreta-
tion of different data formats. Although Molecular Biology databases provide
relevant information, most of the necessary data lays in scientific publica-
tions3. Our framework, the SysBio Explorer, addresses the automatic retrieval
of potentially relevant documents and produces detailed document annota-
tion and summaries that highlight document primary contents. As it can be
applied to any user-specified problem, any task that involves information re-
trieval and processing can benefit from its use, but it is particularly well-
suited for curation tasks and the inference of metabolic and regulatory net-
works. SysBio retrieves potentially relevant documents from bibliographic
databases and accessible journals and uses accessible encyclopaedic knowl-
edge in order to cope with non-standardised terminology and identify biolog-
ical entities (e.g. genes, proteins, compounds, ...) and relations?. User-speci-
fied knowledge is also taken into account, addressing term recognition and
term disambiguation issues as well as providing problem-specific information.
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