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The fibrinolytic protease produced by bacteria of the genus Bacillus has attracted 
large interest in the pharmaceutical industry as a promising alternative in 
thrombolytic therapy due to their effectiveness in degrading fibrin, its production 
requiring the development of an efficient recovery process. Aqueous two-phase 
system (ATPS) have been recognized as an efficient and economical process for 
recovering enzymes due to their relative ease and low cost. The purpose of this 
work was to study the partition of fibrinolytic protease produced by Bacillus sp. 
UFPEDA 485 in a ATPS composed by Polyethylene glycol (PEG) and sodium 
sulfate using factorial design. The fibrinolytic protease production occurred in liquid 
culture medium containing 2% soy flour, pH 7.2, 150 rpm at 37 °C for 48 hours. To 
study the partitioning, was used a 23 full factorial design with four replicates at the 
central with the purpose of evaluating the effects and interactions of the 
independent variables: PEG molar mass (MMPEG), PEG concentration (CPEG) and 
sodium sulfate concentration (CNa2SO4) on the response variable: partition 
coefficient (K) of the fibrinolytic enzyme. In all the runs the enzyme partitioned to 
the top phase, indicating a significant interaction between the protein and the 
PEG. The best result was obtained at the central point, using MMPEG 6000 g/mol, 
CPEG 24 % and CNa2SO4 11,6 %. The partitions coefficients ranged between K = 
327.63 and 2879.38. According to the results, the ATPS composed of 
PEG/sodium sulfate proved to be a promising method to extraction fibrinolytic 
protease. 
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