transporter_candidates_layer

| genes v
id INT
locus_tag VARCHAR(45)

v
PRIMARY

_| genes_has_tcnumber ¥
genes_id INT
tcnumber_id INT
» similarity FLOAT

PRIMARY

fk_genes_has_tcnumber_tcnumb...

fk_genes_has_tcnumber_genes1

id INT

_| general_equat... ¥

id INT
equation VARCHAR(450) |4 —H-
v
PRIMARY PRIMARY

_| tcnumber v

& taxonomy_data_id INT
uniprot_id VARCHAR(45)
H- & tc_id VARCHAR(45)
tc_family VARCHAR(45)
tc_location VARCHAR(45)
affinity VARCHAR(45)

& general_equation_id INT

fk_tcnumber_taxonomy_datal

fk_tcnumber_general_equati...

__] genes_has_metabolites ¥
genes_id INT
metabolites_id INT
similarity_score_sum FLOAT
taxonomy_score_sum FLOAT

frequency INT

PRIMARY
fk_genes_has_metabolites_metabolit...

fk_genes_has_metabolites_genes1

__| metabolites
id INT
name VARCHAR(150)
kegg_miriam VARCHAR(100)
kegg_name VARCHAR(200)
H- > chebi_miriam VARCHAR(100)

__| genes_has_metabolites_has_type v

genes_id INT

metabolites_id INT
transport_type_id INT
transport_type_score_sum FLOAT
taxonomy_score_sum FLOAT

frequency INT

PRIMARY

fk_genes_has_metabolites_has_type_genes_has_metabolites1

fk_genes_has_metabolites_has_type_transport_typel

:] tcnumber_has_transport_system v

tcnumber_id INT

PRIMARY

transport_system_id INT

fk_tcnumber_has_transport_system_transport_system1

fk_tcnumber_has_transport_system_tcnumber1

L

__| taxonomy_data v
id INT
organism TEXT
taxonomy TEXT

PRIMARY

chebi_name VARCHAR(200)
datatype VARCHAR(45)

PRIMARY

| transport_system v
id INT

& transport_type_id INT
reversible BOOLEAN

PRIMARY
fk_transport_system_transport_typel

| direction
id INT
direction VARCHAR(45)

| PRIMARY

| transport_type ¥
id INT
name VARCHAR(45)
r'H & directions VARCHAR(45)

H—l<

_| synonyms v
id INT

2 metabolites_id INT
name VARCHAR(100)
datatype VARCHAR(45)

PRIMARY

fk_synonyms_metabolites1

_] metabolites_ontology ¥
id INT
metabolite_id INT

child_id INT
v
PRIMARY
% routines1 v

getMetaboliteTaxonom...
getTransportTypeTaxo...
getFrequency

3 routines

= gene_to_metabolite_direction

|
: v
S| | PRIMARY
%
L _| transported_metabolites_direction V¥
metabolites_id INT
direction_id INT
} transport_system_id INT
v stoichiometry INT
v
PRIMARY
v fk_metabolite_entries_has_metabolites_metabolites1

fk_metabolite_entries_has_metabolites_direction1

fk_transported_metabolites_direction_transportSyst...




